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Abstract. Effective data management extends over the entire life cycle of data, from the point
of creation through to dissemination and archiving, and usually continues long after a research
project is concluded. Tailored guidance for management of research data is increasing its im-
portance among data-driven scientific investigations. There is now increasing demand for Re-
search Data Management (RDM), by funders and host institutions, for researchers to develop
and implement data management plans for projects. The RDMkit, by ELIXIR Europe, is an
open community-led resource designed to share knowledge on how to carry out RDM in life
sciences research. It fills the training and learning gap by providing knowledge on domain-
focused RDM considerations, task-focused solutions and resources, and tool assemblies that
showcase real-life examples addressing how combinations of tools can be used to go through
the data life cycle. The technical infrastructure of the RDMKit is reproducible, making it possible
for other organisations to use the structure as a guide and inspiration to set up RDM source
for their users. In this talk, RDMKkit will be introduced with example best practice guidelines,
and integrations and knowledge sources.
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1. RDMkit Overview

Research data management (RDM) is crucial for the reproducibility of studies and the re-usa-
bility of scientific results. RDM is based on a life-cycle view of data that extends beyond the
timespan of a research study, preceding data’s creation and often lasting beyond data and
results dissemination. In order to foster RDM and embed it into the scientific process, funders
require researchers to systematically plan for data management with Data Management Plans
(DMPs).

Funders, research institutions and infrastructures, offer a multitude of support to help

researchers in building and executing DMPs. The support landscape includes institutional data
stewards who consult and train researchers, as well as RDM policies, guidelines, standards
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and software tools from various sources. Two aspects of current support prevent it from reach-
ing its full potential. First, for researchers, navigating this populous landscape, even within a
single research infrastructure, can be overwhelming. Data stewards play a role here as advi-
sors, however, they need mechanisms to effectively capture and disseminate their know-how.
Secondly, most guidance found in current resources is often generic focusing on funder DMP
templates, whereas surveys reveal that researchers need tailored, discipline-specific guidance
and examples [1].

To address these challenges and bridge the knowledge gaps, ELIXIR (the pan-Euro-
pean research infrastructure for life-science data [2]) has convened a transnational community
of bioscientists to build the RDMkit [3]. Launched in March 2021, the RDMkit is a collaborative
effort by data stewards, life scientists, and RDM experts from all areas of biomedical sciences.
It provides RDM best practice guidelines reachable through entry points based on the data
lifecycle, the personas in RDM as well as various life science domains. Per topic, RDMkit high-
lights key considerations and the resources that can be used to build solutions in a way that
makes life-science data Findable, Accessible, Interoperable and Reusable (FAIR). The RDMkit
integrates with other ELIXIR tools and resources such as FAIRCookbook [4], FAIRsharing [5],
bio.tools [6], Data Stewardship Wizard [7] and TeSS [8] training portal enabling the user to
deliver a seamless data management plan and form an RDM knowledge commons for the
ELIXIR community.

For researchers, the RDMkit is a one-stop open source of information, advice, and
signposting to RDM know-how, tools, examples and best practices written by life scientists for
life scientists. For data managers, RDMkit is a resource to complement institutional guidelines.
For funding agencies and policymakers, RDMkit is a resource that can be included in guide-
lines. With over 100 webpages, RDMKkit content spans a range of life science domains from
metagenomics to human data and various tasks from metadata collection to data publication,
considering all steps of the data management life cycle. In addition to generic advice, the
RDMkit provides a collection of country-specific information resources such as local policies
and national regulations on data ethics.
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Figure 1. RDMKkit offers exchange of FAIR know-how through integrations with other data-
bases and resources, and signposting to resources in the community.

As a community-driven effort, coordinated by the Editorial Board, RDMKkit is open to
contributions from everyone. So far, the content is developed by over 150 contributors with
references to over 340 tools and resources explained in the context of data management so-
lutions to real-world problems. Other European Research Infrastructure providers - EuroBiolm-
aging, BioExcel Centre of Excellence for Molecular Modelling - have contributed to specialist
pages.
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RDMEkit has immediately gathered high visibility with 10K+ users from across 100 coun-
tries since its launch in March 2021 (Google Analytics), with users from across South America
and the African continents as well as the USA and Europe. RDMKit is scalable and replicable,
with open access code and content material available at GitHub. Although RDMKkit pages are
written in English, there is no limit to the languages for the content development.

Shortly after its release, the RDMkit has been recognised in funder guidelines in the
EU. The European Commission’s Horizon Europe Programme Guide recommends it as the
"resource for Data Management guidelines and good practices for the Life Sciences", and it is
listed in European Research Council guidelines for grantees. The RDMKkit website is referred
to by various national funders, universities and research institutes. Its open-source web infra-
structure has been adopted by several national/international RDM initiatives, ranging from Aus-
tralian BioCommons, to the 1+ Million Genomes Trust Framework, and the European BY-
COVID project. The NIH Office of Data Strategy has representation on the RDMKkit editorial
board, for the possible alignment of NIH-funded RDM support activities with the RDMkit ap-
proach.

At the 1st Conference on Research Data Infrastructure (CoRDI), the RDMkit will be
introduced with example best practice guidelines from its different sections. We will showcase
the integration of RDMkit with other knowledge resources in ELIXIR. The talk will also describe
RDMkit’s contribution and editorial processes as well as its underlying technology and imple-
mentation.
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